
Systematics of Inonotus s.l. (Hymenochaetales, Basidiomycota) in Brazil 

 

Introduction 

 

Inonotus P. Karst. (Hymenochaetales) is a genus of polyporoid fungi, originally 

described to accommodate polypores with a hispid pileus surface and colored spores 

(Karsten 1979). Over the time, the morphologic concept of Inonotus changed to 

accommodate more species and the genus became one of the largest in 

Hymenochaetaceae, accommodating species with annual basidiomata, monomitic 

hyphal system and, in general, with  presence of setae and/or setal hyphae (Pegler 1964, 

Cunningham 1947, Ryvarden 2004). Recent morphologic and phylogenetic studies 

showed that what was regarded as Inonotus corresponds to various non-related lineages 

within Hymenochaetaceae, soon resulting in a most restrict concept of Inonotus 

(Fiasson & Niemelä 1984, Wagner & Fischer 2002, Zhou et al. 2015). Old genera were 

recovered and new ones described to better accommodate species of what is now called 

Inonotus s.l. (Wagner & Fischer 2002). 

 

Although various taxonomic problems regarding generic classification of Inonotus s.l. 

were solved in the last years, the true diversity of the group is still far from being fully 

discovered. Various genera and species have no information about their phylogenetic 

placement within Hymenochaetaceae, some represents species complex, and there are 

still genera with morphologic delimitation problems, such as the recently described 

Sanghuangporus and Tropicoporus (Wagner & Fischer 2002). 

 

After the recircumscription of Inonotus s.l. the Neotropics remained poorly investigated, 

where there are many taxa without molecular information, recent collections and 

detailed morphologic studies (Ryvarden 2005, Baltazar et al. 2010, Gomes-Silva et al. 

2013, Vlasak et al. 2013, Coelho et al. 2016). Furthermore, the high, but yet poorly 

known, diversity of macrofungi in the Neotropics creates an urgent need for more 

studies. In Brazil for example, of 23 Inonotus s.l. species recorded, about half don’t 

have any molecular data available. In addition, eight species of Inonotus s.l. were 

described after specimens collected in Brazil, from witch half were described in the last 

ten years (Gomes-Silva et al. 2013, Coelho et al. 2016, Ryvarden 2016). 

 

Finally, some studies and preliminary data of specimens collected by our research group 

points to the existence of taxonomic complexes within Inonotus s.l., being our biggest 

interest Inonotus patouillardi and Tropicoporus tropicalis complexes (Larsen & 

Lombard 1988, Gottlieb et al. 2002, Singh et al. 2013, Coelho et al. 2016), both with 

wide occurrence in Brazil. The deep study of these complexes will serve as a model to 

study morphologic distinction within other species and genera of Inonotus s.l. occurring 

in Brazil. 

 

Materials and Methods 

 

To uncover Inonotus diversity in Brazil, I will carry out fieldwork in Protected Areas of 

Atlantic Forest and review herbarium collections (i.e. FLOR, FURB, ICN, JPB, PACA, 

SP). Until now about 50 samples of Inonotus s.l. from different genera are currently 

ready to be morphologically studied and have their DNA extracted. 

 



The specimens will be morphologically analysed following traditional morphologic 

methods for polyporoid fungi (Ryvarden 2004). 

 

Total DNA will be extracted, and PCR amplification will be performed for ITS, nLSU, 

and, for taxonomic complexes, tef1α and RPB2 markers, which have already been used 

in studies with Hymenochaetaceae genera (Wagner & Fischer 2002, Zhou et al. 2015). 

To reconstruct phylogenetic hypotheses of Inonotus s.l. based on molecular characters, 

Bayesian Inference will be performed in Mr. Bayes (Ronquist & Huelsenbeck 2003), 

and Maximum likelihood analysis in RAxML (Stamatakis 2014). Sequences generated 

in this study and other sequences already available in GenBank® 

(https://www.ncbi.nlm.nih.gov/genbank/) will be used. 

 

Objectives 

 

The aim of this study is to uncover the diversity of species and genera of Inonotus s.l. in 

Brazil with detailed morphologic and phylogenetic studies. The specific objectives are: 

1) To generate phylogenetic constructions with a good representation of neotropical 

taxa of Inonotus s.l.; 2) To elucidate the phylogenetic relationships of taxa of Inonotus 

s.l.; 3) To contribute to the delimitation of taxa of Inonotus s.l., including taxonomic 

complexes. 
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